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Abstract: Recent evidence indicated that transglutaminase 2 (TG2) is involved in the adaptive
immune response. Peripheral blood mononuclear cells (PBMC) have largely been used to characterize
molecular mechanisms occurring in the activation of immune response. Given that the maintenance of
immune system functions requires an optimal vitamin D status, we aimed to assess the involvement
of TG2/NF-κB signaling in cytokine production in PBMC isolated from adult subjects with different
vitamin D status. We observed TG2 up-regulation and a significant positive correlation between TG2
expression and tumor necrosis factor (TNF)-α mRNA levels in PBMC of recruited patients. The mRNA
levels of TG2 and TNF-α were higher in PBMC of subjects having hypovitaminosis D, namely
plasma 25(OH)vitamin D3 levels lower than 50 nmol/L, than in those with normal vitamin D levels.
Moreover, NF-κB up-regulation and nuclear translocation were detected, concomitantly with TG2 as
well as TNF-α increased expression, in PBMC of vitamin D-deficient subjects. The present findings
confirm that an increase in TG2 expression exacerbates the activation of NF-κB and the production of
pro-inflammatory cytokines, and suggest a link between vitamin D deficiency, TG2 up-regulation,
and inflammation.
Keywords: immune response; NF-κB; peripheral blood mononuclear cells; transglutaminase 2;
vitamin D

1. Introduction
Tissue transglutaminase or transglutaminase 2 (TG2) is a unique member of the transglutaminase
family since it displays various enzyme activities, acting as a transamidating enzyme, GTPase/ATPase,
protein disulfide isomerase, protein kinase and has non-enzymatic functions based on its non-covalent
interactions with multiple cellular proteins. Moreover, it is ubiquitously distributed and localized in
different cell compartments and in the extracellular milieu [1,2].
Due to its multifunctional behavior, TG2 regulates a variety of cellular processes, such as growth,
differentiation, survival, apoptosis, extracellular matrix organization, adhesion, and migration [3,4].
It plays a key role in various physiological responses and pathological conditions, i.e., wound healing,
inflammation, cancer, and neurodegeneration [5].
Recent evidence demonstrated that TG2 expression is involved in the complex biological
mechanisms associated with the adaptive immune response. Indeed, TG2 expression has been reported
in peripheral blood mononuclear cells (PBMC), a subpopulation of white cells, consisting of 70% T
lymphocytes, 15% monocytes, 10–15% natural killer cells, 5–10% B lymphocytes, and 0.5–1% dendritic
cells [6]. Notably, PBMC have proven useful in several studies on the immune response activation,
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in regard to inflammation. The inflammatory response may be characterized through the assessment
of the morphological and functional changes in most lymphocytes and PBMC, as well as altering
circulating levels of inflammation biomarkers, such as interleukins, chemokines, and other signaling
molecules [7,8]. Importantly, PBMC can be easily collected, representing a largely accessible material
for studies aimed at characterizing molecular pathways involved in the activation of immune responses
associated with different regulators [9].
Recent scientific evidence suggests that the maintenance of immune system functions requires
an optimal vitamin D status, resulting from an adequate vitamin D dietary intake and intense
outdoor activities [10]. In vivo and in vitro experiments demonstrated that vitamin D enhances
the production of anti-inflammatory cytokines (transforming growth factor (TGF)β-1 and interleukin
(IL)-4), and reduces the production of the pro-inflammatory ones (IL-6, interferon-gamma (IFN-γ),
IL-2, and tumor necrosis factor (TNF)-α) [10,11]. Although the molecular mechanisms for vitamin
D-dependent regulation of immune response are not fully clarified, accumulating pre-clinical
and clinical evidence suggests a link between the immunological profile and activation of
1α,25-dihydroxyvitamin D3 signaling pathways, such as the nuclear factor-κB (NF-κB) system [12].
The NF-κB system comprises a family of ubiquitous, inducible transcription factors, primarily
regulated by inhibitory I-κB proteins. A key event in the activation of the NF-κB pathway is the
translocation of the NF-κB complex from the cytosolic compartment into the nucleus. The NF-κB
signaling pathway is an important regulator of immune response and inflammation [13]. It has
been shown that the activation of NF-κB, JAK/STAT, and MAPK signaling pathways is linked to the
transcriptional up-regulation of cytokines, such as IL-6, IL-2, or IL-10 [14,15].
It is well known that NF-κB may be activated independently of I-κB kinase phosphorylation,
through the TG2-mediated I-κBα cross-linking and polymerization. This alternative pathway
particularly occurs in inflammatory conditions [16]. However, it is still unclear to what extent the
immune response is dependent on cytokine expression induced by TG2/NF-κB signaling.
The aim of this study was to assess the involvement of TG2/NF-κB signaling in cytokine
production, in PBMC isolated from subjects with different vitamin D statuses.
2. Materials and Methods
2.1. Study Cohort
Thirty-two male patients (mean age 59.2 ± 8.0) attending the diagnostic laboratories in the
Operative Unit of Clinical Biochemistry at Polyclinic Hospital University (Messina, Italy) were enrolled
for this study.
Blood samples were collected in test tubes containing ethylenediaminetetra-acetic acid (EDTA)
from all subjects. Informed written consent was obtained from all participants. The study was
conducted in accordance with the Declaration of Helsinki, and the protocol was approved by the local
ethics committee (University of Messina, ethical code 12/16–22/03/2016).
Plasma was obtained after blood centrifugation. Aliquots of whole blood and plasma were stored
at −20 ◦ C until analysis.
2.2. Assessment of Vitamin D Serum Levels
The quantitative determination of 25(OH)Vitamin D3 plasma levels was performed by
high-performance liquid chromatography (HPLC) with a Bio-Rad 25-OH Vitamin D3/D2 kit.
2.3. Isolation of Peripheral Blood Mononuclear Cells
Peripheral blood mononuclear cells were isolated by centrifugation on a Ficoll-Histopaque density
gradient. In brief, the blood collected was diluted 1:2 in phosphate buffer (PBS), layered on Ficoll,
and centrifuged at 400× g for 20 m. Peripheral blood mononuclear cells, appearing as a concentrated
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band in the Ficoll-plasma interface, were harvested, washed twice with PBS, and stored at −80 ◦ C
until further analysis.
2.4. Quantitative Real-Time PCR Analyses
Total RNA isolation was carried out using the TRIzol reagent (Invitrogen, Milan, Italy) according
to the manufacturer’s instructions. Two micrograms of total RNA were reverse transcribed into cDNA
by using the High-Capacity cDNA Archive Kit. Then, mRNA levels of TG2, NF-κB p50 subunits,
NF-κB p65 subunits, and TNF-α were assessed by quantitative real-time PCR using SYBR Green-based
gene expression analysis. β-actin was used as endogenous control. The primer sequences used are
listed in Table 1. Quantitative PCR reactions were carried out in 20 µL reactions containing 1x SYBR
green PCR Mastermix, 0.1 µM specific primers, and 25 ng RNA converted into cDNA. Real-Time PCR
was performed in a 7900HT Fast Real-Time PCR System (Applied Biosystems, Foster City, CA, USA)
with the following profile: one cycle at 95 ◦ C for 10 m, followed by 40 cycles at 95 ◦ C for 15 s and 60 ◦ C
for 1 m. For SYBR green assays a standard dissociation stage was added to assess primer specificity.
Data were collected with SDS 2.3 software (Applied Biosystems, Foster City, CA, USA) and analyzed
using the 2 −∆∆Ct relative quantification method.
Table 1. Primer sequences used for quantitative real-time PCR analysis of mRNA transcript levels.
Gene

Primer

SequenzaPrimer 50 →30

ACT-β
ACT-β
NF-κB p50
NF-κB p50
NF-κB p65
NF-κB p65
TNF-α
TNF-α
TG2
TG2

forward
reverse
forward
reverse
forward
reverse
forward
reverse
forward
reverse

TGGTTACAGGAAGTCCCTTGCC
ATGCTATCACCTCCCCTGTGTG
ACACTGGAAGCACGAATGACAGA
CCTCCACCTTCTGCTTGCAA
CAGGCGAGAGGAGCACAGATAC
TCCTTTCCTACAAGCTCGTGGG
GTGAGGAGGACGAACATC
GAGCCAGAAGAGGTTGAG
CCTTACGGAGTCCAACCTCA
CCGTCTTCTGCTCCTCAGTC

2.5. Western Blotting
To obtain whole cell extracts, cells were lysed using ice-cold RIPA buffer supplemented
with Protease Inhibitor Cocktail (SIGMA Aldrich, Milan, Italy), and cell debris was removed by
centrifugation at 8000× g at 4 ◦ C for 10 m. Protein concentration was evaluated by the Bradford method,
and 30 µg proteins were loaded on a 10% denaturing SDS-polyacrylamide gel, and transferred to a
nitrocellulose membrane. After protein transfer, the membranes were blocked with 5% non-fat dry milk
at room temperature for one hour. Detection of specific proteins was performed by probing membranes
with mouse monoclonal antibodies against TG2 and β-actin (1:1000 and 1:5000 in TBS-T, respectively)
overnight at 4 ◦ C, and subsequently incubating them with horseradish peroxidase-conjugated
anti-mouse secondary antibody (diluted 1:5000 in TBS-T) for 2 h at room temperature. Immunoblots
were developed with ECL Plus chemiluminescent detection system kit (Pierce, ThermoFisher, Monza,
Italy) using Kodak film. The bands were scanned and quantified by densitometric analysis with an
AlphaImager 1200 System (Alpha Innotech, San Leandro, CA, USA).
2.6. Electrophoretic Mobility Shift Assay
Nuclear proteins were isolated as described by Caccamo et al. [17]. After quantification, nuclear
proteins (2 µg) were incubated with the double-stranded NF-κB probe, that had previously been
biotin-end labeled by terminal deoxynucleotidyl transferase included in the Biotin 30 End DNA
Labeling Kit (Pierce, ThermoFisher, Monza, Italy).
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release of both pro- and anti-inflammatory cytokines. The adaptation to environmental inflammatory
stimuli always requires the regulation of gene expression. Thus, molecular mechanisms that reflect
the early stages of activation in the immune system can be studied through gene expression analyses.
Therefore, the assessment of mRNA transcript levels may represent a sensitive tool in characterizing
the effects of inflammatory stimuli on the immune system early [7].
In this study, we demonstrated the up-regulation of TG2 and a significant positive correlation
between TG2 expression and TNF-α mRNA levels, in PBMC of adult patients. These results are in
agreement with previous studies showing that the expression of TG2 in PBMC is associated with an
inflammatory response [19,20]. In particular, several studies have emphasized the involvement of TG2
in the initial phase of cell damage and inflammation. Indeed, the cytokines and growth factors secreted
during the early stages of cell injury regulate the expression of TG2 [21]. Recently, we demonstrated
the up-regulation of some inflammatory markers, such as TNF-α, IL-6, and high mobility group box 1
(HMGB1), and at the same time the increase of TG2 mRNA levels; in human periodontal ligament cells
obtained from patients with chronic periodontitis, compared with healthy subjects [22]. Interestingly,
high-molecular weight and denaturing-resistant HMGB1 complexes, rising from protein-cross-linking
activity of TG2 enzyme, have been observed in the plasma and PBMC of individuals with immune
disorders and, to a much lesser extent, in healthy subjects [23].
In this study, high mRNA levels of TG2 and TNF-α were found in subjects with hypovitaminosis
D, namely serum 25(OH)vitamin D3 levels lower than 50 nmol/L, according to the estimated current
cut-off value [24]. Indeed, serum 25(OH)vitamin D3 levels have been regarded as a reliable biomarker
for the assessment of vitamin D status [25].
The role of vitamin D3 in immunomodulation has been highlighted following epidemiological
observations, that show an increased susceptibility to pathogen infections in vitamin D-deficient
individuals, and claim an effective prevention of infectious diseases by vitamin D supplementation [26].
The biological activities of vitamin D are mediated by the interaction with the vitamin D receptor (VDR),
a specific intracellular receptor with selective action, belonging to the superfamily of steroid hormone
receptors. Notably, the majority of immune cells, i.e., CD4+ and CD8+ T lymphocytes, B lymphocytes,
neutrophils, macrophages, and dendritic cells, express the VDR. Notably, VDR expression is further
increased in the presence of pathogenic stimuli. Moreover, the above mentioned cells possess the
CYP27B1 enzyme, catalyzing the conversion of 25(OH)vitamin D3 in 1,25(OH)2 vitamin D3, thus they
are able to produce active vitamin D3.
Vitamin D was also shown to be crucial for normal macrophage functions, and its deficiency was
related to impaired chemotaxis, phagocytosis [27], and up-regulation of monocyte toll-like receptors
(TLRs) which are well-known inducers of inflammation [28]. During inflammation, immune cells
activated by TLRs have the ability to undergo a bioenergetic switch towards glycolysis, paralleled by
an increase in reactive oxygen species and lipid peroxidation, and a decrease in the mitochondrial
membrane potential [29]. Notably, vitamin D deficiency has been associated with increased oxidative
and glycolytic bioenergetic profile responses in PBMC obtained from adults [30].
Relevant features of vitamin D action are the cell-type specific transcriptional regulation of genes
involved in the inflammatory response, and the interplay between vitamin D-activated pathways
and other inflammatory signaling cascades [12]. For example, active transcriptional complexes
built through the heterodimeric association of VDR with the retinoid X receptor (RXR) are able
to suppress the transcription of genes encoding for inflammatory cytokines, through the replacement
of nuclear factors in activated T cells [31]. Notably, an age-dependent, significant decrease in the
expression of RXR beta subtype of retinoid receptors, likely reflecting physiological senescence,
has been demonstrated in PBMC of healthy elderly men (65.4 +/− 3.8 years) [32]. These observations
suggest that when vitamin D serum levels fall below the normal ranges, the VDR/RXR-mediated
activation of anti-inflammatory pathways is strongly reduced, or even completely inhibited. In this
regard, VDR-mediated suppression of RelB NF-κB subunit expression in antigen presenting cells [33],
and the vitamin D3-induced inhibition of NF-κB signaling through the physical interaction of VDR
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with p65 subunit [34], have also been reported. The latter are both paradigms for ligand-augmented
negative transcriptional regulation.
Notably, in this work, we observed NF-κB up-regulation and nuclear translocation in vitamin D
deficient subjects. Changes in NF-κB expression and activation were concomitant with TG2, as well as
increased TNF-α expression. Our findings are in agreement with a previous report showing that the
overexpression of TG2 results in constitutive NF-κB activation in the presence of TNF-α [35].
In conclusion, the present observations confirm that the occurrence of an increase in TG2
expression exacerbates NF-κB activation in inflammatory states, and further suggests a link between
vitamin D deficiency, TG2 up-regulation, and inflammation.
Further studies will be useful in elucidating the suppression mechanism of TG2 expression by
vitamin D, i.e., using experimental models based on vitamin D supplementation.
Author Contributions: D.C. and R.I. conceived the study; D.C. designed the experiments, M.C. and N.F.
performed the experiments; S.R. collected the samples and clinical data; M.C. and N.F. analyzed the data;
D.C., M.C. and N.F. wrote the manuscript; R.I. critically revised the manuscript.
Funding: This research received no external funding.
Acknowledgments: This study was carried out with departmental funding only.
Conflicts of Interest: The authors declare no conflicts of interest.

References
1.
2.
3.
4.
5.

6.

7.
8.

9.

10.
11.

12.
13.

Fesus, L.; Piacentini, M. Transglutaminase 2: An enigmatic enzyme with diverse functions. Trends Biochem.
Sci. 2002, 27, 534–539. [CrossRef]
Park, D.; Choi, S.S.; Ha, K.-S. Transglutaminase 2: A multi-functional protein in multiple subcellular
compartments. Amino Acids 2010, 39, 619–631. [CrossRef] [PubMed]
Eckert, R.L.; Kaartinen, M.T.; Nurminskaya, M.; Belkin, A.M.; Colak, G.; Johnson, G.V.W.; Mehta, K.
Transglutaminase regulation of cell function. Physiol. Rev. 2014, 94, 383–417. [CrossRef] [PubMed]
Tatsukawa, H.; Furutani, Y.; Hitomi, K.; Kojima, S. Transglutaminase 2 has opposing roles in the regulation
of cellular functions as well as cell growth and death. Cell Death Dis. 2016, 7, e2244. [CrossRef] [PubMed]
Kanchan, K.; Fuxreiter, M.; Fésüs, L. Physiological, pathological, and structural implications of non-enzymatic
protein-protein interactions of the multifunctional human transglutaminase 2. Cell. Mol. Life Sci. 2015, 72,
3009–3035. [CrossRef] [PubMed]
Kim, J.-H.; Jeong, E.M.; Jeong, Y.-J.; Lee, W.J.; Kang, J.S.; Kim, I.-G.; Hwang, Y. Transglutaminase 2 on the
surface of dendritic cells is proposed to be involved in dendritic cell-T cell interaction. Cell. Immunol. 2014,
289, 55–62. [CrossRef] [PubMed]
Libby, P. Inflammatory mechanisms: The molecular basis of inflammation and disease. Nutr. Rev. 2007, 65,
S140–S146. [CrossRef]
Visvikis-Siest, S.; Marteau, J.-B.; Samara, A.; Berrahmoune, H.; Marie, B.; Pfister, M. Peripheral blood
mononuclear cells (PBMCs): A possible model for studying cardiovascular biology systems. Clin. Chem.
Lab. Med. 2007, 45, 1154–1168. [CrossRef] [PubMed]
Kleiveland, C.R. Peripheral Blood Mononuclear Cells. In The Impact of Food Bioactives on Health: In Vitro and
Ex Vivo Models; Verhoeckx, K., Cotter, P., López-Expósito, I., Kleiveland, C., Lea, T., Mackie, A., Requena, T.,
Swiatecka, D., Wichers, H., Eds.; Springer Nature: Basel, Switzerland, 2015; ISBN 978-3-319-15791-7.
Lemire, J.M. Immunomodulatory role of 1,25-dihydroxyvitamin D3. J. Cell. Biochem. 1992, 49, 26–31.
[CrossRef] [PubMed]
Zhu, Y.; Mahon, B.D.; Froicu, M.; Cantorna, M.T. Calcium and 1α,25-dihydroxyvitamin D3 target the
TNF-α pathway to suppress experimental inflammatory bowel disease. Eur. J. Immunol. 2005, 35, 217–224.
[CrossRef] [PubMed]
Wöbke, T.K.; Sorg, B.L.; Steinhilber, D. Vitamin D in inflammatory diseases. Front. Physiol. 2014, 5, 244.
[CrossRef] [PubMed]
Hayden, M.S.; West, A.P.; Ghosh, S. NF-κβ and the immune response. Oncogene 2006, 25, 6758–6780.
[CrossRef] [PubMed]

Med. Sci. 2018, 6, 103

14.

15.

16.
17.

18.

19.

20.

21.
22.

23.

24.
25.
26.
27.

28.

29.

30.

31.

8 of 9

Pham, T.-H.; Kim, M.-S.; Le, M.-Q.; Song, Y.-S.; Bak, Y.; Ryu, H.-W.; Oh, S.-R.; Yoon, D.-Y. Fargesin exerts
anti-inflammatory effects in THP-1 monocytes by suppressing PKC-dependent AP-1 and NF-kB signaling.
Phytomedicine 2017, 24, 96–103. [CrossRef] [PubMed]
Parnsamut, C.; Brimson, S. Effects of silver nanoparticles and gold nanoparticles on IL-2, IL-6, and TNF-α
production via MAPK pathway in leukemic cell lines. Genet. Mol. Res. 2015, 14, 3650–3668. [CrossRef]
[PubMed]
Park, S.-S.; Kim, J.-M.; Kim, D.-S.; Kim, I.-H.; Kim, S.-Y. Transglutaminase 2 mediates polymer formation of
I-κβα through C-terminal glutamine cluster. J. Biol. Chem. 2006, 281, 34965–34972. [CrossRef] [PubMed]
Caccamo, D.; Campisi, A.; Currò, M.; Aguennouz, M.; Li Volti, G.; Avola, R.; Ientile, R. Nuclear factor-kappab
activation is associated with glutamate-evoked tissue transglutaminase up-regulation in primary astrocyte
cultures. J. Neurosci. Res. 2005, 82, 858–865. [CrossRef] [PubMed]
Holick, M.F.; Binkley, N.C.; Bischoff-Ferrari, H.A.; Gordon, C.M.; Hanley, D.A.; Heaney, R.P.; Murad, M.H.;
Weaver, C.M. Endocrine Society Evaluation, treatment, and prevention of vitamin D deficiency: An Endocrine
Society clinical practice guideline. J. Clin. Endocrinol. 2011, 96, 1911–1930. [CrossRef] [PubMed]
Amendola, A.; Rodolfo, C.; Di Caro, A.; Ciccosanti, F.; Falasca, L.; Piacentini, M. “Tissue” transglutaminase
expression in HIV-infected cells: An enzyme with an antiviral effect? Ann. N. Y. Acad. Sci. 2001, 946, 108–120.
[CrossRef] [PubMed]
Chrobok, N.L.; Sestito, C.; Wilhelmus, M.M.M.; Drukarch, B.; van Dam, A.-M. Is monocyte- and
macrophage-derived tissue transglutaminase involved in inflammatory processes? Amino Acids 2017, 49,
441–452. [CrossRef] [PubMed]
Mehta, K.; Kumar, A.; Kim, H.I. Transglutaminase 2: A multi-tasking protein in the complex circuitry of
inflammation and cancer. Biochem. Pharmacol. 2010, 80, 1921–1929. [CrossRef] [PubMed]
Matarese, G.; Currò, M.; Isola, G.; Caccamo, D.; Vecchio, M.; Giunta, M.L.; Ramaglia, L.; Cordasco, G.;
Williams, R.C.; Ientile, R. Transglutaminase 2 up-regulation is associated with RANKL/OPG pathway in
cultured HPDL cells and THP-1-differentiated macrophages. Amino Acids 2015, 47, 2447–2455. [CrossRef]
[PubMed]
Willis, W.L.; Wang, L.; Wada, T.T.; Gardner, M.; Abdouni, O.; Hampton, J.; Valiente, G.; Young, N.; Ardoin, S.;
Agarwal, S.; et al. The proinflammatory protein HMGB1 is a substrate of transglutaminase-2 and forms
high-molecular weight complexes with autoantigens. J. Biol. Chem. 2018, 293, 8394–8409. [CrossRef]
[PubMed]
Post, L.; Ilich, Z. Controversies in Vitamin D Recommendations and Its Possible Roles in Non skeletal Health
Issues. J. Nutr. Food Sci. 2013, 3, 1–5. [CrossRef]
Jones, G. Interpreting vitamin D assay results: Proceed with caution. Clin. J. Am. Soc. Nephrol. 2015, 10,
331–334. [CrossRef] [PubMed]
Szymczak, I.; Pawliczak, R. The Active Metabolite of Vitamin D3 as a Potential Immunomodulator. Scand. J.
Immunol. 2016, 83, 83–91. [CrossRef] [PubMed]
Overbergh, L.; Decallonne, B.; Valckx, D.; Verstuyf, A.; Depovere, J.; Laureys, J.; Rutgeerts, O.;
Saint-Arnaud, R.; Bouillon, R.; Mathieu, C. Identification and immune regulation of 25-hydroxyvitamin
D-1-alpha-hydroxylase in murine macrophages. Clin. Exp. Immunol. 2000, 120, 139–146. [CrossRef]
[PubMed]
Sadeghi, K.; Wessner, B.; Laggner, U.; Ploder, M.; Tamandl, D.; Friedl, J.; Zügel, U.; Steinmeyer, A.; Pollak, A.;
Roth, E.; et al. Vitamin D3 down-regulates monocyte TLR expression and triggers hyporesponsiveness to
pathogen-associated molecular patterns. Eur. J. Immunol. 2006, 36, 361–370. [CrossRef] [PubMed]
McGarry, T.; Biniecka, M.; Gao, W.; Cluxton, D.; Canavan, M.; Wade, S.; Wade, S.; Gallagher, L.; Orr, C.;
Veale, D.J.; et al. Resolution of TLR2-induced inflammation through manipulation of metabolic pathways in
Rheumatoid Arthritis. Sci. Rep. 2017, 7, 43165. [CrossRef] [PubMed]
Calton, E.K.; Keane, K.N.; Soares, M.J.; Rowlands, J.; Newsholme, P. Prevailing vitamin D status influences
mitochondrial and glycolytic bioenergetics in peripheral blood mononuclear cells obtained from adults.
Redox Biol. 2016, 10, 243–250. [CrossRef] [PubMed]
Takeuchi, A.; Reddy, G.S.; Kobayashi, T.; Okano, T.; Park, J.; Sharma, S. Nuclear factor of activated T cells
(NFAT) as a molecular target for 1alpha,25-dihydroxyvitamin D3-mediated effects. J. Immunol. 1998, 160,
209–218. [PubMed]

Med. Sci. 2018, 6, 103

32.

33.

34.

35.

9 of 9

Brtko, J.; Rock, E.; Nezbedova, P.; Krizanova, O.; Dvorcakova, M.; Minet-Quinard, R.; Farges, M.-C.;
Ribalta, J.; Winklhofer-Roob, B.M.; Vasson, M.-P.; et al. Age-related change in the retinoid X receptor beta
gene expression in peripheral blood mononuclear cells of healthy volunteers: Effect of 13-cis retinoic acid
supplementation. Mech. Ageing Dev. 2007, 128, 594–600. [CrossRef] [PubMed]
Griffin, M.D.; Dong, X.; Kumar, R. Vitamin D receptor-mediated suppression of RelB in antigen presenting
cells: A paradigm for ligand-augmented negative transcriptional regulation. Arch. Biochem. Biophys. 2007,
460, 218–226. [CrossRef] [PubMed]
Chen, Y.-H.; Yu, Z.; Fu, L.; Wang, H.; Chen, X.; Zhang, C.; Lv, Z.-M.; Xu, D.-X. Vitamin D3 inhibits
lipopolysaccharide-induced placental inflammation through reinforcing interaction between vitamin D
receptor and nuclear factor kappa B p65 subunit. Sci. Rep. 2015, 5, 10871. [CrossRef] [PubMed]
Park, K.-S.; Kim, D.-S.; Ko, C.; Lee, S.-J.; Oh, S.H.; Kim, S.-Y. TNF-alpha mediated NF-kappaB activation is
constantly extended by transglutaminase 2. Front. Biosci. 2011, 3, 341–354.
© 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

