nutrients
Article

Chinese Olive (Canarium album L.) Fruit Extract
Attenuates Metabolic Dysfunction in Diabetic Rats
Yu-Te Yeh 1 , An-Na Chiang 2 and Shu-Chen Hsieh 1, *
1
2

*

Institute of Food Science and Technology, National Taiwan University, Taipei 106, Taiwan;
d02641002@ntu.edu.tw
Institute of Biochemistry and Molecular Biology, National Yang-Ming University, Taipei 112, Taiwan;
anchia@ym.edu.tw
Correspondence: schsieh@ntu.edu.tw; Tel.: +886-2-3366-9871

Received: 2 September 2017; Accepted: 12 October 2017; Published: 15 October 2017

Abstract: Hyperglycemia and dysregulation of lipid metabolism play a crucial role in metabolic
dysfunction. The aims of present study were to evaluate the ameliorative effect of the ethyl acetate
fraction of Chinese olive fruit extract (CO-EtOAc) on high-fat diet (HFD) and streptozotocin
(STZ)-induced diabetic rats. CO-EtOAc, rich in gallic acid and ellagic acid, could markedly decreased
the body weight and epididymal adipose mass. In addition, CO-EtOAc increased serum HDL-C
levels, hepatic GSH levels, and antioxidant enzyme activities; lowered blood glucose, serum levels
of total cholesterol (TC), triglycerides (TG), bile acid, and tumor necrosis factor alpha (TNFα);
and reduced TC and TG in liver. We further demonstrated that CO-EtOAc mildly suppressed hepatic
levels of phosphorylated IRS-1, TNF-α, and IL-6, but enhanced Akt phosphorylation. The possible
mechanisms of cholesterol metabolism were assessed by determining the expression of genes involved
in cholesterol transportation, biosynthesis, and degradation. It was found that CO-EtOAc not only
inhibited mRNA levels of SREBP-2, HMG-CoAR, SR-B1, and CYP7A1 but also increased the expression
of genes, such as ABCA1 and LDLR that governed cholesterol efflux and cholesterol uptake. Moreover,
the protein expressions of ABCA1 and LDLR were also significantly increased in the liver of rats
supplemented with CO-EtOAc. We suggest that Chinese olive fruit may ameliorate metabolic
dysfunction in diabetic rats under HFD challenge.
Keywords: Chinese olive fruit; high-fat diet; hyperglycemia; metabolic dysfunction; antioxidant
activities; proinflammatory cytokines

1. Introduction
Diabetes mellitus (DM) is one of the most common endocrine disorders and the third leading
cause of death in developed countries [1]. Type 2 diabetes mellitus (T2DM) accounts for about
90% to 95% of all diagnosed cases of diabetes [2]. Accumulating evidence indicates that obesity
contributes to down-regulation of insulin secretion, defecting insulin action or both [3,4], which may
disturb carbohydrate and lipid homeostasis [5]. Moreover, T2DM is also associated with the chronic
inflammatory state [6]. Until now, among traditional anti-diabetic drugs, metformin is the most used
in clinical therapy, but the side effects such as lactic acidosis and permanent nerve damage, limit its
application in certain populations [7]. Understanding the molecular mechanism underlying T2DM
would definitely facilitate the development of treatment for T2DM [8].
Previous studies showed that obesity-induced diabetes results from defective insulin receptormediated signaling, which includes insulin receptor substrate 1 (IRS-1) and protein kinase B (Akt) [9],
and is also associated with increased inflammatory response [10]. Dysregulation of inflammatory
molecules and lipid profiles usually occurs in the insulin-resistant state of T2DM [11]. Additionally,
oxidative stress also leads to insulin resistance and the pathophysiological outcomes of T2DM, such as
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β-cell dysfunction and impaired glucose tolerance [12]. Antioxidant enzymes possess the ability to
scavenge endogenous free radicals and thus reduce the deleterious consequences that affect glucose
and lipid metabolism in vivo [13]. Consistent to this idea, reduced glutathione (GSH) or anti-oxidant
enzymes, such as superoxide dismutase (SOD), catalase (CAT), and glutathione peroxidase (GPx),
exhibit the ability to ameliorate the pathophysiological problems of diabetes [14,15].
Extensive dysregulation of lipid metabolism and cholesterol homeostasis occurs in both obesity
and T2DM [16]. Sterol regulatory element-binding protein-2 (SREBP-2) is a transcription factor
involved in the regulation of endogenous cholesterol synthesis in the liver [17]. The hepatic enzyme
3-hydroxy-3-methyl-glutaryl-coenzyme A reductase (HMG-CoAR) is a downstream target of SREBP-2,
responsible for the regulation of cholesterol synthesis. As for the clearance of cholesterol, low-density
lipoprotein receptor (LDLR) plays a critical role in uptake of circulating LDL in peripheral tissues,
whereas scavenger receptor class B type 1 (SR-B1) uptakes high-density lipoprotein cholesterol (HDL-C)
from peripheral tissues to the liver via circulation [18]. Furthermore, adenosine triphosphate-binding
cassette (ABC) transporters are abundantly expressed in multiple organs and provide a major function
in the regulation of cholesterol homeostasis. ABCA1 is probably the most prominent member of the
ABC superfamily and it is crucial for HDL-C formation and works as a cellular efflux transporter of
cholesterol and lipids in the liver. Cholesterol can also be removed from hepatocytes by conversion
to bile acids through the enzymes, cholesterol 7α-Hydroxylase (CYP7A1) and sterol 27-hydroxylase
(CYP27A1). In the liver, ABCG5/G8 transporter is responsible for the efflux of hepatic cholesterol into
the bile and subsequently increases the cholesterol metabolite secretion into feces. Thus, overexpression
of ABCA1 or ABCG5/G8 in the liver can lower hepatic cholesterol [18].
Epidemiological studies suggest that polyphenols could offer strong protection against metabolic
disorders through their anti-oxidative functions [19]. Chinese herbs contain a rich source of
bioactive phytochemicals, especially polyphenols and flavonoids, which may provide antioxidant
and anti-inflammatory functions as well as hypoglycemic and hypolipidemic potential [20]. It has
been reported that Chinese olive (Canarium album L.) shows high phenolics content, strong antioxidant
capacity and potent free radical-scavenging ability [21]. Chinese olive is a tropical and semi-tropical
fruit of the family Burseraceae, is widely cultivated in Taiwan, the southeast China and other regions
of Asia. Moreover, it is widely used for the treatment of faucitis, stomatitis, hepatitis and toxicosis [22].
Recent studies have shown that Chinese olive and its related phenolic compounds have a wide
spectrum of clinical applications such as in anti-tumor growth, diabetes, and inflammation [21,23].
However, the molecular mechanisms of Chinese olive remain largely unknown. In the present study,
we generated a rat model with the combination of high-fat diet (HFD) treatment and low-dose
streptozotocin (STZ) injection. This animal model could mimic human type 2 diabetes mellitus that
provides the phenotypes of hyperlipidemia, hyperglycemia and increased body weight [24]. Our aim
was to evaluate whether treatment with ethyl acetate fraction of Chinese olive fruit extract (CO-EtOAc)
had the potential to improve the metabolic abnormalities associated with diabetes under high fat
and STZ challenge. Ellagic acid and gallic acid are the main compounds in CO-EtOAc, which may
regulate lipid and glucose metabolic pathways. Our findings suggest that Chinese olive is a potential
therapeutic herb for the treatment of metabolic disorders.
2. Materials and Methods
2.1. Preparation of Chinese Olive Fruit Extract
Chinese olive fruits were obtained from Baoshan Township, Hsinchu County, Taiwan. The olive
fruit extract was prepared by the standard procedure as described [25]. In brief, olive fruit was extracted
with 100% methanol and re-suspended with water in a ratio of 1:10 (v/v) and then partitioned with
N-hexane, ethyl acetate, and N-butanol. The CO-EtOAc was stored at −20 ◦ C until use and the same
batch of Chinese olive fruit extract was used throughout this study. Composition of CO-EtOAc was
determined using high-performance liquid chromatography (HPLC) analysis with a Photodiode Array
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Detector (PDA, Thermo Fisher Scientific, Waltham, MA, USA). Chromatographic separation was
conducted using a 250 × 4.6 mm (i.d.), 5 µm, C-18 reversed-phase column (MACHEREY-NAGEL,
Dueren, Germany). Gradient elution was performed with 0.5% (v/v) acetic acid (solvent A) and
methanol (solvent B) at a constant flow rate of 0.6 mL min−1 . The linear gradient profile was as
followings: 94% A and 6% B at the start, 38% A and 62% B at 30 min, and 10% A and 90% B at 60 min.
UV-Vis absorption spectra were recorded on-line at 200 and 600 nm during HPLC analysis.
2.2. Animals and Diets
Six-week-old male Sprague-Dawley rats (initial weights 130 ± 10 g) were obtained from
BioLASCO, Taipei, Taiwan. The experimental protocol was approved by the Institutional Animal Care
and Use Committee of the National Taiwan University, Taipei, Taiwan, Republic of China. Rats were
randomly divided into four groups: (1) control group; (2) diabetic control (DC); (3) DC + CO-EtOAc
(50 mg/kg body weight); and (4) DC + CO-EtOAc (150 mg/kg body weight). The rats besides the
control group were fed with high-fat diet (HFD, 60% kcal fat), whereas rats of control group were
fed with normal chow diet (12.6% kcal fat) during the whole experimental period. The animals
were housed in a room at temperature of 23 ± 2 ◦ C, relative humidity of 55 ± 5% and a 12 h
light/dark cycle. In Week 2, HFD-fed rats were treated intragastrically with CO-EtOAc (dissolved in
0.5% carboxymethyl cellulose, 50 or 150 mg/kg/day), control animals were also gavaged with 0.5%
carboxymethyl cellulose and this treatment continued daily for eight weeks (n = 10 in each group).
To establish a diabetic animal model, the rats were treated with HFD combined with 35 mg/kg STZ
(streptozotocin, Sigma-Aldrich, Inc., St. Louis, MO, USA), a compound that is particularly toxic to
the insulin-producing beta cells following the modified method described by Srinivasan et al. [26].
In Week 7, experimental rats excluding control group were given a single intraperitoneal injection of
STZ. All of the rats in DC group have been verified to be at hyperglycemic stage with fasting blood
glucose levels higher than 300 mg/dL (16.7 mmol/L) after STZ administration for 72 h [27]. During
the eight-week experimental period, rats were free to access food and water. Animals were sacrificed
by CO2 anesthesia, and serum was collected for biochemical analysis. The liver was dissected and
stored at −80 ◦ C for further experiments.
2.3. Biochemical Analysis
Fasting blood samples were collected from the tail vein of the rats after starvation for 12 h. Fasting
blood glucose (FBG) levels were determined by the glucose analyzer (Eumed Biotechnology Co., Ltd.,
Hsinchu, Taiwan). At the end of the experiment, serum samples were collected by cardiac puncture and
centrifugation at 1500 g for 10 min. Levels of total cholesterol (TC), triglyceride (TG), HDL-cholesterol
(HDL-C), aspartate aminotransferase (AST), and alanine aminotransferase (ALT) were measured by
an automatic chemistry analyzer (SPOTCHEM EZ SP-4430, ARKRAY, Inc., Kyoto, Japan). Serum
samples were applied into the strips for determination of HDL-C levels. After precipitation of LDL
and VLDL fractions by reacting with the polyethylene glycol reagent, cholesterol ester of the HDL
fraction was then catalyzed by cholesterol esterase to produce cholesterol and subsequently reacted
with cholesterol oxidase and peroxidase to produce a final product of quinoneimine. HDL-C levels
were then determined in the chemical analyzer. Insulin levels were determined using commercial
kits (Mercodia AB, Uppsala, Sweden). Serum bile acid and TNF-α levels were determined using kits
according to the manufacturer’s instructions (Cayman, Ann Arbor, MI, USA).
2.4. Quantification of Hepatic Triglyceride and Cholesterol Levels
Lipids were extracted from the liver tissue (1.5 g) according to the method described by
Folch et al. [28]. Briefly, total lipids were extracted from the liver samples by homogenizing the tissues
using a mixed 8:4:3 chloroform/methanol/0.9% NaCl (v/v/v) to a final dilution of 20-fold original
volume of the tissue sample. The organic layer was then separated, evaporated, and reconstituted in
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chloroform. The values of TG and TC were measured using a colorimetric assay kit (Sigma-Aldrich,
Los Angeles, CA, USA) and the results were expressed as mg per gram of the liver weight.
2.5. Measurement of Hepatic Antioxidant Status and TBARS Levels
Hepatic levels of reduced glutathione (GSH) and activities of superoxide dismutase (SOD),
catalase (CAT), and glutathione peroxidase (GPx) were determined in the extract of liver homogenates
using commercial kits ((Cayman, Ann Arbor, MI, USA). Briefly, SOD activities were measured by
detecting the reduction of a tetrazolium salt at 450 nm, which was a superoxide radical generated
by xanthine oxidase and hypoxanthine. One unit of SOD is defined as the amount of enzyme
needed to exhibit 50% dismutation of the superoxide radical. This assay measures all three
types of SOD (Cu/Zn, Mn, and FeSOD). Glutathione peroxidase (GPx) activity was quantified by
a coupled assay with glutathione reductase (GR)-catalyzed oxidation of NADPH. The oxidized
glutathione (GSSG) formed after reduction of hydroperoxide by GPx is recycled to its reduced
state by GR in the presence of NADPH. Measurements were made at 340 nm and expressed in
µmol/min per mg protein. The GSH level was assessed using the protocol for the glutathione
assay kit, which contains GSH reductase, 5,50 -dithio-bis-2-nitrobenzoic acid and Ellman’s reagent.
The 5-thio-2-nitrobenzoic acid (TNB) generated after reaction between the sulfhydryl group of GSH
and 5,50 -dithio-bis-2-nitrobenzoic acid can be measured at 405 nm using a microplate reader. Catalase
activity was detected in the presence of hydrogen peroxide. The formaldehyde produced was
measured with 4-amino-3-hydrazino-5-mercapto-1,2,4-triazole and the absorbance was monitored at
540 nm. The level of lipid peroxidation was assayed by determining the production of thiobarbituric
acid reactive substances (TBARS). In brief, 0.5 g liver tissues were homogenized in 1% KCl (w/v).
The homogenized solution was mixed with the TBA reagents (20% trichloroacetic acid and 1% butylated
hydroxytoluene and incubated at 90 ◦ C for 20 min and then stopped the reaction on ice. After cooling
to room temperature, a mixture of solvents N-butanol and pyridine (15:1; v/v) was added. The mixture
was mixed thoroughly and separated by centrifugation at 3000 g for 5 min. The organic layer was
taken out and TBARS level was measured at 535 nm using a standard curve of thiobarbituric acid
(TBA) adduct formation with freshly diluted 1,1,3,3-tetraethoxypropane.
2.6. Histological Analysis
The right medial lobes of rat liver tissues were fixed in 10% neutral formalin, embedded in
100% paraffin, and cut to 4–5 µm-thick sections. Each section was deparaffinized by incubating
in xylene, hydrated in a descending series of ethanol (100%, 95%, 80%, and 70%), and washed
with distilled water. Afterwards, each section was rapidly dehydrated in an increasing series of
ethanol (70%, 95%, and 100%). Finally, the sections were treated with xylene and mounted on glass
slides, stained with hematoxylin and eosin (H&E) and examined by a light microscope under 200×
magnification. The score counting of histological analyses were following the criteria described
by Garcimartin et al. [29]. Interpretation of the scores was following the definition provided by
Kleiner et al. [30].
2.7. Quantitative Reverse Transcription Polymerase Chain Reaction (RT-qPCR)
Total RNA was extracted using TRIZOL reagent (Invitrogen Corp., Carlsbad, CA, USA), following
the manufacturer’s instructions. The purified RNA (2 µg) was treated with RNase-free DNase I
(Invitrogen), and then reverse-transcribed with oligo (dT) primer using the SuperScript First-Strand
Synthesis System (Invitrogen) to generate cDNA. The qPCR reaction mixture consisted of 10 µL total
volume solution containing 5 µL of 2X KAPA SYBR® FAST qPCR Master Mix ABI Prism™, 0.2 µL of
10 µM of each primer, 10 ng cDNA template and distilled water. The reactions were carried out on a
StepOnePlus™ Real-Time PCR Systems (Thermo Scientific, Waltham, MA, USA). The primer sequence
of each gene is shown in Table 1. The relative copy number was calculated using the threshold crossing
point (Ct) as calculated using the 2−∆∆Ct method [31] and the relative gene expression was normalized
to the amount of GAPDH rRNA.
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Table 1. Primers used for Quantitative Reverse Transcription Polymerase Chain Reaction (RT-qPCR).
Genes

Sequence of Forward and Reverse
Primers (50 to 30 )

Annealing Temperature (◦ C)

Accession No.

SREBP-2

FP: AGACTTGGTCATGGGGACAG
RP:GGGGAGACATCAGAAGGACA

60 ◦ C

NM_001033694

HMG-CoAR

FP: CCCAGCCTACAAACTGGAAA
RP:CCATTGGCACCTGGTACTCT

55 ◦ C

NM_013134

LDLR

FP: CAGCTCTGTGTGAACCTGGA
RP:TTCTTCAGGTTGGGGATCAG

55 ◦ C

NM_175762

SR-B1

FP: TGCCCCAGGTTCTTCACTAC
RP:CCCTACAGCTTGGCTTCTTG

60 ◦ C

NM_031541

ABCA1

FP: GTACCCAGCGTCCTTTGTGT
RP:CCCAAGAGAGTGGAGAGACG

58 ◦ C

NM_178095

ABCG1

FP: CTGCAAGAGAGGGATGAAGG
RP:ACAGGAGGGTTGTTGACCAG

58 ◦ C

NM_178095

CYP7A1

FP: CACCATTCCTGCAACCTTTT
RP:GTACCGGCAGGTCATTCAGT

60 ◦ C

NM_012942

FP: AAATGGGCTCCCTCTCATCAG
RP:TTCTCTGCTTGGTGGTTTGCTACGAC

58 ◦ C

NM_012675

FP: TCTCTCCGCAAGAGACTTCCA
RP:ATACTGGTCTGTTGTGGGTGG

60 ◦ C

NM_012589.2

FP: AGACAGCCGCATCTTCTTGT
RP:CTTGCCGTGGGTAGAGTCAT

60 ◦ C

NM_017008

TNF-α
IL-6
GAPDH

SREBP-2, sterol regulatory element-binding protein 2; HMG-CoAR, hydroxyl-3-methylglutaryl coenzyme A
reductase; LDLR, low density lipoprotein receptor; SR-B1, scavenger receptor class B type I; ABCA1, ATP-binding
cassette transporter A1; ABCG1, ATP binding cassette transporter G1; CYP7A1, cholesterol 7α-hydroxylase1; TNF-α,
tumor necrosis factor alpha; IL-6, Interleukin 6; GAPDH, glyceraldehyde 3-phosphate dehydrogenase.

2.8. Western Blotting
Tissue cells were lysed in lysis buffer (20 mM Tris-HCl, pH 7.5, 150 mM NaCl, 1 mM EDTA, 1 mM
EGTA, 1% Triton X-100, 50 mM dithiothreitol, complete protease inhibitor cocktail (Roche Diagnostics
GmbH, Mannheim, Germany) and phosphatase inhibitor cocktail I and II (Sigma-Aldrich, Inc.,
St. Louis, MO, USA)). Cell lysates were centrifuged and the supernatants were collected. The protein
concentration was determined using Bradford reagent (Bio-Rad, Hercules, CA, USA) with BSA as the
standard. Equal amounts of protein were separated by SDS-PAGE and transferred to nitrocellulose
membranes after gel electrophoresis. The blots were blocked with 5% (w/v) skim milk and probed
with antibodies against CPT-1 (Abcam, Cambridge, MA, USA), AMPKα, phospho-AMPKα (Thr-172),
LDLR, ABCA1 (Gene Tex, Irvine, CA, USA), IRS-1, phospho-IRS-1 (Ser-307), Akt, and phospho-Akt
(Ser-473) (Cell Signaling Technology, Beverly, MA, USA) separately, followed by goat anti-rabbit
or mouse IgG horseradish peroxidase (HRP)-conjugated secondary antibodies. The protein bands
were visualized using enhanced chemiluminescence reagents (ECL, PerkinElmer, Boston, MA, USA).
The intensity of each band was quantified by densitometry using Image Quant software (Molecular
Dynamics, Sunnyvale, CA, USA). The blots were then stripped for further probing with β-actin or
α-tubulin antibodies (Cell Signaling Technology, Beverly, MA, USA) as an internal control.
2.9. Statistical Analysis
All data are expressed as mean ± SEM of at least three independent experiments. Significant
differences were analyzed by one-way ANOVA, followed by Duncan’s multiple range tests using SAS
9.0 software (Cary, NC, USA). p < 0.05 was considered statistically significant between means of two
groups. The Mann–Whitney U test, evaluated by the Monte Carlo method for small samples, was used
to evaluate NAFLD histological data. Pearson correlations between selected variables were tested.
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Moreover, we found that the serum HDL-C levels were significantly increased in rats treated with
50 and 150 mg/kg CO-EtOAc by 27.2% and 53.1%, respectively, when compared with the rats in the
DC group.
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Table 2. Body weight, food intake and biochemical characteristics in diabetic rats.
Control

DC

DC + CO-EtOAc
(50 mg/kg)

DC + CO-EtOAc
(150 mg/kg)

153.42 ± 6.52 a
271.13 ± 9.33 b
414.43 ± 9.74 b
143.30 ± 0.41 b
27.61 ± 2.05 a
4.51 ± 0.27 c
102.75 ± 7.95 d

151.87 ± 4.67 a
308.72 ± 10.33 a
448.62 ± 15.68 a
139.90 ± 5.35 a
25.64 ± 3.72 a
7.54 ± 1.71 a
309.3 ± 10.56 a

159.01 ± 3.55 a
309.69 ± 11.65 a
440.11 ± 23.19 a
130.42 ±11.54 a
24.76 ± 4.63 a
5.92 ± 1.33 b
174.42 ± 10.56 c

154.33 ± 5.64 a
297.45 ± 7.65 a
411.55 ± 13.95 b
114.10 ± 6.30 c
25.76 ± 3.68 a
5.02 ± 0.22 b
252.55 ±12.10 b

1.25 ± 0.24 b
50.43 ± 8.50 b
27.38 ± 0.91 b
30.53 ± 4.93 c
75.25 ± 7.51 c
4.52 ± 0.25 c
38.57 ± 4.41 b
20.57 ± 7.88 b

0.60 ± 0.18 a
71.04 ± 7.01 a
22.13 ± 1.16 b
50.48 ± 6.55 a
145.42 ± 18.61 b
7.83 ± 1.66 a
71.30 ± 16.42 a
47.30 ± 12.30 a

0.55 ± 0.19 a
49.53 ± 12.60 b
28.13 ± 0.81 a
41.25 ± 5.85 b
92.45 ± 10.14 a
5.27 ± 0.48 b
40.83 ± 9.46 b
25.83 ± 6.46 b

0.53 ± 0.12 a
42.88 ± 10.32 b
33.88 ± 2.61 a
35.75 ± 7.22 b,c
72.22 ± 9.22 a
4.84 ± 0.80 c
33.14 ± 7.41 b
23.14 ± 4.35 b

Measurements
Body weight
Wk-0 BW (g)
Wk-2 BW (g)
Wk-8 BW (g)
Body weight gain (g)
Food intake (g/d)
EAT weight (g)
BG (mg/dL)
Serum
Insulin (ng/mL)
TC (mg/dL)
HDL-C (mg/dL)
BA (mg/dL)
TG (mg/dL)
TNF-α (pg/mL)
AST (IU/L)
ALT (IU/L)

1 BW, body weight; BG, blood glucose; BA, bile acid; DC, diabetic control; CO-EtOAc, ethyl acetate fraction of
Chinese olive; EAT, epididymal adipose tissue; TC, total cholesterol; TG, triacylglycerol; TNF-α, Tumor necrosis
factor alpha; HDL-C, High-density lipoprotein; AST, aspartate aminotransferase; ALT alanine aminotransferase.
2 Data are expressed as the mean ± SEM (n = 8–10). Values with different letters are significantly different (p < 0.05)
by using one-way ANOVA coupled with Duncan’s multiple range tests. 3 Details of the nutrient contents, feeding,
and treatment period are given in the “Materials and Methods” section.

3.3. The Effect of CO-EtOAc on Hepatic Antioxidant Enzyme Activities and TBARS Levels
To evaluate the effect of CO-EtOAc on redox status, we determined the hepatic antioxidant
enzyme activities in rats treated with CO-EtOAc (Table 3). HFD combined with STZ resulted in a
significant decrease in hepatic GSH levels and activities of SOD, GPx, and CAT, whereas treatment with
150 mg/kg CO-EtOAc reversed the suppression of these antioxidant enzyme activities. This finding
reveals that CO-EtOAc significantly restored the HFD and STZ-mediated suppression of antioxidant
enzyme activities. On the other hand, we also evaluated the effect of CO-EtOAc on lipid peroxidation,
which was estimated by measuring the levels of thiobarbituric acid reactive substances (TBARS).
As shown in Table 3, HFD combined with STZ significantly enhanced the TBARS values by 2.8-fold,
whereas CO-EtOAc inhibited the induction. These results suggest that CO-EtOAc might reverse the
HFD-induced oxidative damage in the liver through the increase in antioxidant enzyme activities and
decrease in lipid peroxidation.
Table 3. Antioxidant status and TBARS levels of the liver in diabetic rats.
Measurements

Control

DC

DC + CO-EtOAc
(50 mg/kg)

DC + CO-EtOAc
(150 mg/kg)

SOD (U mg protein−1 )
GSH (µmol mg protein−1 )
GPx (nmol mg protein−1 )
CAT (U mg protein−1 )
TBARS (nmol mg protein−1 )

83.33 ± 8.88 a
32.55 ± 3.72 a
101.51 ± 10.37 a
59.32 ± 6.52 a
1.13 ± 0.71 c

59.37 ± 11.96 b
17.72 ± 2.86 b
60.5 ± 8.69 b
21.5 ± 4.43 cd
3.12 ± 0.73 a

65.37 ± 12.45 ab
28.64 ± 4.41 ab
76.5 ± 6.43 ab
28.5 ± 2.43 c
1.82 ± 0.35 b

85.37 ± 10.23 a
36.72 ± 4.86 a
92.5 ± 4.69 a
50.5 ± 4.38 b
1.54 ± 0.27 b

1 DC, diabetic control; CO-EtOAc, ethyl acetate fraction of Chinese olive; SOD, superoxidase dismutase; GSH,
reduced glutathione; GPx, glutathione peroxidase; CAT, catalase; TBARS, 2-thiobarbituric acid reactive substances.
2 Data are expressed as the mean ± SEM (n = 8–10). Values with different letters are significantly different (p < 0.05)
by using one-way ANOVA coupled with Duncan’s multiple range tests.
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Figure 2. Effects of CO‐EtOAc on the regulation of insulin receptor‐mediated signaling. Relative

Figure 2. Effects of CO-EtOAc on the regulation of insulin receptor-mediated signaling. Relative
protein levels of hepatic: (A) IRS‐1 (phosphorylated IRS‐1 at Ser‐307 and total IRS‐1); and (B) Akt
protein levels of hepatic: (A) IRS-1 (phosphorylated IRS-1 at Ser-307 and total IRS-1); and (B) Akt
(phosphorylated Akt at Ser‐473 and total Akt) were detected by Western blot analysis. Data are
(phosphorylated Akt at Ser-473 and total Akt) were detected by Western blot analysis. Data are
represented as mean ± SEM (n = 8–10). Values with different letters are statistically different (p < 0.05)
represented as mean ± SEM (n = 8–10). Values with different letters are statistically different (p < 0.05)
by analysis of variance (ANOVA) followed by Duncan’s multiple range tests. Relative expression
by analysis of variance (ANOVA) followed by Duncan’s multiple range tests. Relative expression
values are expressed as folds of the control group, which is set as 1.
values are expressed as folds of the control group, which is set as 1.
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However,
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improved
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Furthermore,
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in control
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and Table S1).
treatment
with CO-EtOAc
triglyceride
levels
in
DC
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were
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by
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(vs.
control
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Administration
of 150in
significantly improved the phenomenon of steatohepatitis. Furthermore, hepatic triglyceride levels
mg/kg CO‐EtOAc attenuated the increase of triglyceride levels by 56.8% when compared to the DC
DC group were increased by 127.4% (vs. control group). Administration of 150 mg/kg CO-EtOAc
group (Figure 3B). These findings indicate that CO‐EtOAc might have protective effects against high
attenuated the increase of triglyceride levels by 56.8% when compared to the DC group (Figure 3B).
fat diet‐induced lipid accumulation in the liver.

These findings indicate that CO-EtOAc might have protective effects against high fat diet-induced
lipid accumulation in the liver.
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Excessive intake of energy raises fat accumulation in adipose tissue and liver, which leadstoto
impaired lipid metabolism, inflammatory signaling, and insulin sensitivity [42,43]. It has been reported
impaired lipid metabolism, inflammatory signaling, and insulin sensitivity [42,43]. It has been
that HFD induces obesity and insulin resistance, whereas low doses of intraperitoneal STZ induce
reported that HFD induces obesity and insulin resistance, whereas low doses of intraperitoneal STZ
mild impairment of insulin secretion, which is similar to the feature in the late stage of T2DM [44,45].
induce mild impairment of insulin secretion, which is similar to the feature in the late stage of
Therefore, a T2DM rat model has been established by a standardized HFD treatment and low-dose
T2DM [44,45]. Therefore, a T2DM rat model has been established by a standardized HFD treatment
STZ challenge in rats. Currently, this rat model is widely used to develop therapeutics in diabetes
and low‐dose STZ challenge in rats. Currently, this rat model is widely used to develop
studies [46,47]. Epidemiological studies strongly suggest that intakes of phytochemical-rich foods have
therapeutics in diabetes studies [46,47]. Epidemiological studies strongly suggest that intakes of
beneficial effects on lipid and glucose metabolism as well as the amelioration of inflammation [48].
phytochemical‐rich foods have beneficial effects on lipid and glucose metabolism as well as the
In addition, medicinal plants are frequently considered to be less toxic and free from side effects
amelioration
of inflammation [48]. In addition, medicinal plants are frequently considered to be less
than synthetic or clinical drugs [49]. However, the effect of Chinese olive extracts on HFD-mediated
toxic
and free
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synthetic
or clinical
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[49]. However,
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of Chinese
metabolic
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in the
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is still
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Herein,
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metabolic
disorder
in
the
liver
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thein
role
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in hepatic
and regulation of genes and proteins
metabolism
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rats combined
withlipid
STZ accumulation
challenge.
involved in lipid and carbohydrate metabolism in HFD‐fed rats combined with STZ challenge.
Various evidence has demonstrated the association among obesity, chronic inflammation, and
T2MD [50,51]. Two essential inflammatory cytokines, TNF‐α and IL‐6, affect adipose tissue and the
liver, and are involved in the metabolic complications of T2MD [52,53]. Macrophages of adipose
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Various evidence has demonstrated the association among obesity, chronic inflammation,
and T2MD [50,51]. Two essential inflammatory cytokines, TNF-α and IL-6, affect adipose tissue
and the liver, and are involved in the metabolic complications of T2MD [52,53]. Macrophages of
adipose tissue are the principal source of pro-inflammatory cytokines and chemokines production.
Once macrophages are activated, the inflammatory signaling is subsequently propagated and then
insulin sensitivity is interfered in the insulin target tissues to develop IR [54]. Prolonged IR leads to
decreased pancreatic function, and increased gluconeogenesis, which increase fasting glucose level,
as observed in T2MD patients [55]. Interestingly, HFD-induced obesity causes inflammation in the
adipose tissue prior to the liver [56]. In the histological studies (Table S1), we found that both hepatic
steatosis and hepatocellular ballooning were not significantly improved upon 50 mg/kg CO-EtOA
treatment, while 150 mg/kg CO-EtOAc provided considerable improvement. Decreases in the hepatic
levels of TG and serum levels of TG, ALT and AST were coordinate with the improvement of hepatic
steatosis caused by HFD. In addition, both severe lobular and portal inflammation were attenuated in
rats treated with CO-EtOAc in a dose dependent manner, which is consistent with the improvement in
levels of inflammatory cytokines and anti-oxidative capacity.
It has been reported that TNF-α and IL-6 can increase IRS serine/threonine phosphorylation,
which negatively modulates insulin signaling transduction and ultimately decreases insulin
sensitivity [11,57]. IRS-1 is a cytoplasmic substrate for the insulin receptor and it plays a major
role in facilitating glucose uptake and glycogen synthesis [58,59]. The previous report showed that the
STZ-induced diabetic rats had increased hepatic p-IRS-1 (Ser307 ) level, but decreased p-Akt (Ser473 )
level [60]. Consistently, elevated p-IRS-1 (Ser307 ) and reduced p-Akt (Ser473 ) levels were found in the
livers of diabetic rats in the present study, and these changes could be significantly ameliorated by
CO-EtOAc treatment. However, in contrast to the dose-dependent inhibitory effects of CO-EtOAc on
hepatic steatosis, it seems that higher dose of CO-EtOAc did not provide stronger effects on reverting
insulin signaling, and the similar phenomenon can also be observed in the blood glucose lowering
effects of CO-EtOAc. We propose different compounds within CO-EtOAc might separately regulate
insulin signaling and lipid metabolism. It is also possible that different pathways respond to same
compounds with different sensitivity.
The major compound GA of CO-EtOAc has been reported to up-regulate the expression of
proteins related to insulin signal transduction, including insulin receptor, insulin receptor substrate 1,
phosphatidylinositol-3 kinase, Akt/protein kinase B, and glucose transporter 2 [61]. Combined with
the results of decreased circulating levels of TNF-α and IL-6, we suggest that CO-EtOAc might be able
to improve insulin sensitivity via regulation of inflammatory signaling.
Several studies have shown that hyperlipidemia leads to liver injury and insulin resistance
through oxidative stress [62,63]. However, oxidative damage can be attenuated by the enzymatic and
non-enzymatic antioxidant defense systems in various tissues. GSH and antioxidant enzymes, such as
SOD, CAT, and GPx can scavenge free radicals and reduce oxidative stress in tissues [64]. GSH plays
as the first line defense against free radicals in the liver and is also responsible for the maintenance
of protein thiols and acts as a substrate for GPx and GST [65]. GSH content has been reported to be
depleted in obese rats fed with HFD and the depletion can be restored after the treatment of GA [66].
In this study, we show that CO-EtOAc administration increased GSH levels and activities of SOD, CAT,
and GPx in the livers of diabetic rats. Moreover, treatment with CO-EtOAc alleviated the increase
in MDA levels in diabetic rats, implying a reduction in hepatic lipid peroxidation. Furthermore,
serum levels of AST and ALT were also reduced in the CO-EtOAc-treated rats. We thus propose
that CO-EtOAc can protect diabetic rats from liver damage via activation of endogenous antioxidant
enzyme activities.
Experiments and clinical cases indicate that T2DM is commonly accompanied by low levels of
HDL-C and high levels of LDL-C, which result from cholesterol dysmetabolism [34]. Cholesterol
homeostasis is maintained by three different pathways in the liver: de novo cholesterol synthesis,
cholesterol uptake, and cholesterol metabolite (bile acids) secretion [67]. In mammals, SREBP-2
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is mainly responsible for the regulation of HMG-CoA reductase (HMG-CoAR), a rate-limiting
enzyme in de novo cholesterol synthesis, which can be elevated by high-fat diet feeding [68].
Raz et al. reported that inhibitors of hepatic HMG-CoAR are commonly used as drugs for the
treatment of hypercholesterolemia and decrease the incidence of dyslipidemia in diabetic subjects [69].
The contribution of de novo cholesterol synthesis versus dietary intake for total body cholesterol has
been estimated to be at a ratio of 70:30 [70]. In the present study, the mechanism behind the modulation
of CO-EtOAc on reduction of serum and hepatic total cholesterol possibly result from decreasing gene
expression of SREBP-2 and HMG-CoAR that regulate de novo cholesterol biosynthesis.
Hepatic nascent HDL-C formation is highly dependent on ABCA1 expression [71], which mediates
the efflux of cholesterol and phospholipids to lipid-poor apolipoproteins (apo-A1 and apoE) [72].
The expression of the ABCA1 protein under diabetic states is controversial. A previous study
reported that high-fat/high-cholesterol diet results in elevation of hepatic ABCA1 levels and plasma
HDL-C levels [73]. However, other studies show decreased ABCA1 mRNA expression in the livers of
STZ-induced diabetic mice [74,75]. The differences in regulation of ABCA1 expression under diabetic
conditions might be attributed to the animal models used, type of diabetes studied, and its duration.
Park et al. reported that ellagic acid increased cholesterol efflux from lipid-loaded macrophages by
induction of ABCA1 expression and then transferred cholesterol onto lipid-poor apolipoproteins to
form HDL particles [40]. In our study, CO-EtOAc significantly increased ABCA1 and serum HDL-C
levels in rats under HFD treatment and STZ challenge, although no significant change was observed
in diabetic rats when compared with control rats. Furthermore, biliary secretion of cholesterol, either
in the form of free cholesterol or bile acids, is the route for eliminating cholesterol from body in
mammals [76]. CYP7A1, the rate-limiting enzyme in bile acid synthesis, could be increased in the liver
of animals consuming a high-fat diet combined with STZ administration [77]. Our data showed that
hepatic CYP7A1 was significantly increased in diabetic rats, whereas CO-EtOAc decreased CYP7A1
gene expression and circulation of bile acid, which is probably due to the significant reduction of
endogenous cholesterol synthesis caused by CO-EtOAc. The results of this study infer that CO-EtOAc
could change the metabolism of hepatic cholesterol biosynthesis, transportation, and degradation.
5. Conclusions
This study demonstrated that treatment of CO-EtOAc decreased body weight gain and altered
serum lipid and inflammatory profiles in HFD-fed combined with STZ-challenged diabetic rats.
We claimed the ameliorative effects of CO-EtOAc on hepatic lipid accumulation and glucose
homeostasis, which might be regulated through PI3K/AKT pathway. Furthermore, CO-EtOAc
suppressed hepatic gene and protein levels of IL-6 and TNF-α, but enhanced antioxidant enzyme
activities. We addressed the molecular mechanisms of glucose and lipid metabolism affected by
CO-EtOAc through examining the expression of phosphorylated-IRS-1 and Akt, SREBP-2, HMG-CoAR,
SR-B1, and CYP7A1 (Figure 6). These findings provide insights into the therapeutic potential of Chinese
olive fruit extract in the management of metabolic disorders in diabetic animals.

Nutrients 2017, 9, 1123

Nutrients 2017, 9, 1123

14 of 17

14 of 18

Figure 6. The potential mechanisms of CO-EtOAc protect metabolic dysfunction.
Figure 6. The potential mechanisms of CO‐EtOAc protect metabolic dysfunction.
Supplementary
Materials:
following
available
online
at http://www.mdpi.com/2072‐6643/9/10/1123/s1,
Supplementary
Materials:
TheThe
following
are are
available
online
at http://www.mdpi.com/2072-6643/9/10/1123/s1,
S1: Histopathological
examination
results
diabetic
rats.
TableTable
S1: Histopathological
examination
results
of of
diabetic
rats.
Acknowledgments:
work
supported
a grantfrom
fromthe
theMinistry
Ministry of Science
Science and
Acknowledgments:
ThisThis
work
waswas
supported
byby
a grant
andTechnology
Technology(MOST
(MOST
104-3011-B-010-001-1-4-2,
MOST
104-2320-B-002-039),
Taiwan.
MOST
104‐2320‐B‐002‐039),
Taiwan.
104‐3011‐B‐010‐001‐1‐4‐2,

Author
Contributions:
S.-C.H
theexperiments.
experiments.
Y.-T.Y.
responsible
for Chinese
Author
Contributions:
S.‐C.Hand
andA.-N.C
A.‐N.C designed
designed the
Y.‐T.Y.
was was
responsible
for Chinese
olive
olivefruit
fruitextraction.
extraction.
Y.-T.Y.,
S.-C.H
A.-N.C
performed
research,
and analyzed
andthe
wrote
the manuscript.
Y.‐T.Y.,
S.‐C.H
andand
A.‐N.C
performed
research,
and analyzed
and wrote
manuscript.
S.‐C.H
S.-C.H
A.-N.C.
primary
responsibility
forfinal
the final
content.
All authors
haveand
readapproved
and approved
the
andand
A.‐N.C.
hadhad
primary
responsibility
for the
content.
All authors
have read
the final
final manuscript.
manuscript.

Conflicts of Interest: The authors declare no conflict of interest.

Conflicts of Interest: The authors declare no conflict of interest.

References
References
1.
2.
3.

4.
5.

6.
7.

8.
9.

J.; Guariguata,
L.; L.;
Weil,
C.;C.;
Motala,
undiagnoseddiabetes
diabetesininadults.
adults.
1.Beagley,
Beagley,
J.; Guariguata,
Weil,
Motala,A.A.
A.A.Global
Global estimates
estimates of
of undiagnosed
Diabetes
Res.
Clin.
Pract.
2014,
103,
150–160.
[CrossRef]
[PubMed]
Diabetes Res. Clin. Pract. 2014, 103, 150–160.
Diabetes
Association.
2. Classification
DiabetesCare
Care2015,
2015,38,
38,S8–S16.
S8–S16.
2.American
American
Diabetes
Association.
2. Classificationand
anddiagnosis
diagnosisof
ofdiabetes.
diabetes. Diabetes
U.J.;U.J.;
Choi,
M.S.M.S.
Obesity
and
itsits
metabolic
adipokinesand
andthe
therelationship
relationship
3.Jung,Jung,
Choi,
Obesity
and
metaboliccomplications:
complications:The
The role
role of adipokines
between
obesity,
inflammation,
insulin
resistance,
dyslipidemia
liverdisease.
disease.Int.
Int.J. J.
between
obesity,
inflammation,
insulin
resistance,
dyslipidemiaand
andnonalcoholic
nonalcoholic fatty
fatty liver
2014,
6184–6223.
Mol.Mol.
Sci. Sci.
2014,
15, 15,
6184–6223.
[CrossRef] [PubMed]
4.Bitzur,
Bitzur,
R.; Cohen,
Kamari,
Shaish,
Harats,D.D.Triglycerides
Triglyceridesand
and hdl
hdl cholesterol:
cholesterol: Stars
R.; Cohen,
H.; H.;
Kamari,
Y.; Y.;
Shaish,
A.;A.;
Harats,
Starsororsecond
second
in diabetes?
Diabetes
Care
2009,
(Suppl.2),2),S373–S377.
S373–377. [CrossRef] [PubMed]
leadsleads
in diabetes?
Diabetes
Care
2009,
3232
(Suppl.
5.Ghosh,
Ghosh,
J.; Das,
J.; Manna,
P.C.
The
protectiverole
roleofofarjunolic
arjunolic acid
acid against
against doxorubicin
J.; Das,
J.; Manna,
P.; P.;
Sil,Sil,
P.C.
The
protective
doxorubicininduced
induced
intracellular
ROS
dependent
JNK‐p38
and
p53‐mediated
cardiac
apoptosis.
Biomaterials
32,
intracellular ROS dependent JNK-p38 and p53-mediated cardiac apoptosis. Biomaterials 2011, 32,2011,
4857–4866.
4857–4866.
[CrossRef] [PubMed]
6.
Lee, M.‐S.; Kim, K.‐A. NF‐κB pathway in metabolic/endocrine diseases. J. Korean Endocr. Soc. 2006, 21,
Lee, M.-S.; Kim, K.-A. NF-κB pathway in metabolic/endocrine diseases. J. Korean Endocr. Soc. 2006, 21,
352–363.
352–363. [CrossRef]
7.
Hazel‐Fernandez, L.; Xu, Y.; Moretz, C.; Meah, Y.; Baltz, J.; Lian, J.; Kimball, E.; Bouchard, J. Historical
Hazel-Fernandez, L.; Xu, Y.; Moretz, C.; Meah, Y.; Baltz, J.; Lian, J.; Kimball, E.; Bouchard, J. Historical cohort
cohort analysis of treatment patterns for patients with type 2 diabetes initiating metformin monotherapy.
analysis of treatment patterns for patients with type 2 diabetes initiating metformin monotherapy. Curr. Med.
Curr. Med. Res. Opin. 2015, 31, 1703–1716.
Res. Opin. 2015, 31, 1703–1716. [CrossRef] [PubMed]
8.
Alfa, R.W.; Kim, S.K. Using drosophila to discover mechanisms underlying type 2 diabetes. Dis. Mod.
Alfa,Mech.
R.W.;2016,
Kim,9,S.K.
Using drosophila to discover mechanisms underlying type 2 diabetes. Dis. Mod. Mech.
365–376.
2016,
9,
365–376.
[CrossRef]
[PubMed]
9.
Gual, P.; Le Marchand‐Brustel,
Y.; Tanti, J.F. Positive and negative regulation of insulin signaling through
Gual,
P.;
Le
Marchand-Brustel,
Y.; Tanti,
Positive and negative regulation of insulin signaling through
IRS‐1 phosphorylation. Biochimie
2005, J.F.
87, 99–109.
IRS-1 phosphorylation. Biochimie 2005, 87, 99–109. [CrossRef] [PubMed]

Nutrients 2017, 9, 1123

10.

11.

12.
13.
14.
15.
16.
17.

18.
19.
20.
21.
22.
23.
24.
25.

26.

27.

28.
29.

30.

31.

15 of 18

Cai, D.; Yuan, M.; Frantz, D.F.; Melendez, P.A.; Hansen, L.; Lee, J.; Shoelson, S.E. Local and systemic
insulin resistance resulting from hepatic activation of IKK-beta and Nf-kappaB. Nat. Med. 2005, 11, 183–190.
[CrossRef] [PubMed]
Sharma, A.K.; Bharti, S.; Kumar, R.; Krishnamurthy, B.; Bhatia, J.; Kumari, S.; Arya, D.S. Syzygium cumini
ameliorates insulin resistance and beta-cell dysfunction via modulation of PPAR, dyslipidemia, oxidative
stress, and Tnf-alpha in type 2 diabetic rats. J. Pharmacol. Sci. 2012, 119, 205–213. [CrossRef] [PubMed]
Bajaj, S.; Khan, A. Antioxidants and diabetes. Indian J. Endocrinol. Metab. 2012, 16, S267–S271. [PubMed]
Sabitha, K.; Venugopal, B.; Rafi, M.; Ramana, K. Role of antioxidant enzymes in glucose and lipid metabolism
in association with obesityand type 2 diabetes. Am. J. Med. Sci. 2014, 2, 21–24. [CrossRef]
Wright, E., Jr.; Scism-Bacon, J.L.; Glass, L.C. Oxidative stress in type 2 diabetes: The role of fasting and
postprandial glycaemia. Int. J. Clin. Practice 2006, 60, 308–314. [CrossRef] [PubMed]
Maiese, K. New insights for oxidative stress and diabetes mellitus. Oxid. Med. Cell. Longev. 2015, 2015,
875961. [CrossRef] [PubMed]
Ioannou, G.N. The role of cholesterol in the pathogenesis of NASH. Trends Endocrinol. Metab. 2016, 27, 84–95.
[CrossRef] [PubMed]
Cruz, P.M.; Mo, H.; McConathy, W.J.; Sabnis, N.; Lacko, A.G. The role of cholesterol metabolism and
cholesterol transport in carcinogenesis: A review of scientific findings, relevant to future cancer therapeutics.
Front Pharmacol. 2013, 4, 119. [CrossRef] [PubMed]
Ostlund, R.E., Jr. Phytosterols and cholesterol metabolism. Curr. Opin. Lipidol. 2004, 15, 37–41. [CrossRef]
[PubMed]
Pandey, K.B.; Rizvi, S.I. Plant polyphenols as dietary antioxidants in human health and disease. Oxid. Med.
Cell. Longev. 2009, 2, 270–278. [CrossRef] [PubMed]
Bahadoran, Z.; Mirmiran, P.; Azizi, F. Dietary polyphenols as potential nutraceuticals in management of
diabetes: A review. J. Diabetes Metab. Disord. 2013, 12, 43. [CrossRef] [PubMed]
Liu, H.Y.; Qiu, N.X.; Ding, H.H.; Yao, R.Q. Polyphenols contents and antioxidant capacity of 68 Chinese
herbals suitable for medical or food uses. Food Res. Int. 2008, 41, 363–370. [CrossRef]
Ding, B. Pharmacology of Qingguo pills on relieving cough. China Tradit. Patent Med. 1999, 21, 27–28.
Mogana, R.; Wiart, C. Canarium L.: A phytochemical and pharmacological review. J. Pharm. Res. 2011, 4,
2482–2489.
Srinivasan, K.; Patole, P.S.; Kaul, C.L.; Ramarao, P. Reversal of glucose intolerance by by pioglitazone in high
fat diet-fed rats. Methods Find Exp. Clin. Pharmacol. 2004, 26, 327–333. [CrossRef] [PubMed]
Hsieh, S.-C.; Hsieh, W.-J.; Chiang, A.-N.; Su, N.-W.; Yeh, Y.-T.; Liao, Y.-C. The methanol-ethyl acetate
partitioned fraction from chinese olive fruits inhibits cancer cell proliferation and tumor growth by promoting
apoptosis through the suppression of the Nf-κB signaling pathway. Food Funct. 2016, 7, 4797–4803. [CrossRef]
[PubMed]
Srinivasan, K.; Viswanad, B.; Asrat, L.; Kaul, C.L.; Ramarao, P. Combination of high-fat diet-fed and low-dose
streptozotocin-treated rat: A model for type 2 diabetes and pharmacological screening. Pharmacol. Res. 2005,
52, 313–320. [CrossRef] [PubMed]
Qi, M.Y.; Kai, C.; Liu, H.R.; Su, Y.H.; Yu, S.Q. Protective effect of icariin on the early stage of experimental
diabetic nephropathy induced by streptozotocin via modulating transforming growth factor beta1 and type
IV collagen expression in rats. J. Ethnopharmacol. 2011, 138, 731–736. [CrossRef] [PubMed]
Folch, J.; Lees, M.; Sloane Stanley, G.H. A simple method for the isolation and purification of total lipides
from animal tissues. J. Biol. Chem. 1957, 226, 497–509. [PubMed]
Garcimartin, A.; Lopez-Oliva, M.E.; Santos-Lopez, J.A.; Garcia-Fernandez, R.A.; Macho-Gonzalez, A.;
Bastida, S.; Benedi, J.; Sanchez-Muniz, F.J. Silicon alleviates nonalcoholic steatohepatitis by reducing
apoptosis in aged wistar rats fed a high-saturated fat, high-cholesterol diet. J. Nutr. 2017, 147, 1104–1112.
[CrossRef] [PubMed]
Kleiner, D.E.; Brunt, E.M.; Van Natta, M.; Behling, C.; Contos, M.J.; Cummings, O.W.; Ferrell, L.D.;
Liu, Y.C.; Torbenson, M.S.; Unalp-Arida, A.; et al. Design and validation of a histological scoring system for
nonalcoholic fatty liver disease. Hepatology 2005, 41, 1313–1321. [CrossRef] [PubMed]
Livak, K.J.; Schmittgen, T.D. Analysis of relative gene expression data using real-time quantitative PCR and
the 2(-δδ C(T)) method. Methods 2001, 25, 402–408. [CrossRef] [PubMed]

Nutrients 2017, 9, 1123

32.
33.
34.
35.

36.

37.

38.
39.
40.

41.

42.
43.
44.
45.
46.

47.
48.

49.
50.

51.
52.

16 of 18

Boucher, J.; Kleinridders, A.; Kahn, C.R. Insulin receptor signaling in normal and insulin-resistant states.
Cold Spring Harb. Perspect. Biol. 2014, 6, a009191. [CrossRef] [PubMed]
Emanuela, F.; Grazia, M.; Marco, D.R.; Maria Paola, L.; Giorgio, F.; Marco, B. Inflammation as a link between
obesity and metabolic syndrome. J. Nutr. Metab. 2012, 2012, 476380. [CrossRef] [PubMed]
Barter, P.J. The causes and consequences of low levels of high density lipoproteins in patients with diabetes.
Diabetes Metab. 2011, 35, 101–106. [CrossRef] [PubMed]
Bak, E.J.; Kim, J.; Jang, S.; Woo, G.H.; Yoon, H.G.; Yoo, Y.J.; Cha, J.H. Gallic acid improves glucose tolerance
and triglyceride concentration in diet-induced obesity mice. Scand. J. Clin. Lab. Investig. 2013, 73, 607–614.
[CrossRef] [PubMed]
Chao, J.; Huo, T.I.; Cheng, H.Y.; Tsai, J.C.; Liao, J.W.; Lee, M.S.; Qin, X.M.; Hsieh, M.T.; Pao, L.H.; Peng, W.H.
Gallic acid ameliorated impaired glucose and lipid homeostasis in high fat diet-induced nafld mice.
PLoS ONE 2014, 9, e96969. [CrossRef] [PubMed]
Gandhi, G.R.; Jothi, G.; Antony, P.J.; Balakrishna, K.; Paulraj, M.G.; Ignacimuthu, S.; Stalin, A.; Al-Dhabi, N.A.
Gallic acid attenuates high-fat diet fed-streptozotocin-induced insulin resistance via partial agonism of
PPARγ in experimental type 2 diabetic rats and enhances glucose uptake through translocation and activation
of GLUT4 in PI3K/p-AKT signaling pathway. Eur. J. Pharmacol. 2014, 745, 201–216. [CrossRef] [PubMed]
Malini, P.; Kanchana, G.; Rajadurai, M. Antibiabetic efficacy of ellagic acid in streptozotocin-induced diabetes
mellitus in albino wistar rats. Asian J. Pharm. Clin. Res. 2011, 4, 124–128.
Panchal, S.K.; Ward, L.; Brown, L. Ellagic acid attenuates high-carbohydrate, high-fat diet-induced metabolic
syndrome in rats. Eur. J. Nutr. 2013, 52, 559–568. [CrossRef] [PubMed]
Park, S.H.; Kim, J.L.; Lee, E.S.; Han, S.Y.; Gong, J.H.; Kang, M.K.; Kang, Y.H. Dietary ellagic acid attenuates
oxidized LDL uptake and stimulates cholesterol efflux in murine macrophages. J. Nutr. 2011, 141, 1931–1937.
[CrossRef] [PubMed]
Poulose, N.; Prasad, V.; Haridas, P.N.; Gopalakrishnapillai, A. Ellagic acid stimulates glucose transport in
3T3-L1 adipocytes and C2C12 myotubes by amp activated protein kinase mediated pathway. FASEB J. 2011,
25, lb85.
Samuel, V.T.; Shulman, G.I. Mechanisms for insulin resistance: Common threads and missing links. Cell
2012, 148, 852–871. [CrossRef] [PubMed]
Gregor, M.F.; Hotamisligil, G.S. Inflammatory mechanisms in obesity. Annu. Rev. Immunol. 2011, 29, 415–445.
[CrossRef] [PubMed]
Johnson, A.M.; Olefsky, J.M. The origins and drivers of insulin resistance. Cell 2013, 152, 673–684. [CrossRef]
[PubMed]
Hariri, N.; Thibault, L. High-fat diet-induced obesity in animal models. Nutr. Res. Rev. 2010, 23, 270–299.
[CrossRef] [PubMed]
Reed, M.J.; Meszaros, K.; Entes, L.J.; Claypool, M.D.; Pinkett, J.G.; Gadbois, T.M.; Reaven, G.M. A new rat
model of type 2 diabetes: The fat-fed, streptozotocin-treated rat. Metabolism 2000, 49, 1390–1394. [CrossRef]
[PubMed]
Zhang, M.; Lv, X.Y.; Li, J.; Xu, Z.G.; Chen, L. The characterization of high-fat diet and multiple low-dose
streptozotocin induced type 2 diabetes rat model. Exp. Diabetes Res. 2008, 2008, 704045. [CrossRef] [PubMed]
Shah, S.M.; Shah, S.M. Phytochemicals, antioxidant, antinociceptive and anti-inflammatory potential of the
aqueous extract of Teucrium stocksianum bioss. BMC Complement. Altern. Med. 2015, 15, 351. [CrossRef]
[PubMed]
Iwu, M.M. Handbook of African Medicinal Plants; CRC Press: Boca Raton, FL, USA, 2014.
McArdle, M.A.; Finucane, O.M.; Connaughton, R.M.; McMorrow, A.M.; Roche, H.M. Mechanisms of
obesity-induced inflammation and insulin resistance: Insights into the emerging role of nutritional strategies.
Front. Endocrinol. 2013, 4, 52. [CrossRef] [PubMed]
Wellen, K.E.; Hotamisligil, G.S. Inflammation, stress, and diabetes. J. Clin. Investig. 2005, 115, 1111–1119.
[CrossRef] [PubMed]
Mirza, S.; Hossain, M.; Mathews, C.; Martinez, P.; Pino, P.; Gay, J.L.; Rentfro, A.; McCormick, J.B.;
Fisher-Hoch, S.P. Type 2-diabetes is associated with elevated levels of TNF-alpha, IL-6 and adiponectin
and low levels of leptin in a population of Mexican Americans: A cross-sectional study. Cytokine 2012, 57,
136–142. [CrossRef] [PubMed]

Nutrients 2017, 9, 1123

53.
54.
55.
56.

57.
58.

59.
60.

61.

62.
63.
64.
65.

66.
67.

68.

69.
70.
71.
72.
73.

17 of 18

Alexandraki, K.; Piperi, C.; Kalofoutis, C.; Singh, J.; Alaveras, A.; Kalofoutis, A. Inflammatory process in
type 2 diabetes: The role of cytokines. Ann. N. Y. Acad. Sci. 2006, 1084, 89–117. [CrossRef] [PubMed]
Olefsky, J.M.; Glass, C.K. Macrophages, inflammation, and insulin resistance. Annu. Rev. Physiol. 2010, 72,
219–246. [CrossRef] [PubMed]
DeFronzo, R.A. Pharmacologic therapy for type 2 diabetes mellitus. Ann. Intern. Med. 1999, 131, 281–303.
[CrossRef] [PubMed]
Van der Heijden, R.A.; Sheedfar, F.; Morrison, M.C.; Hommelberg, P.P.; Kor, D.; Kloosterhuis, N.J.; Gruben, N.;
Youssef, S.A.; de Bruin, A.; Hofker, M.H.; et al. High-fat diet induced obesity primes inflammation in adipose
tissue prior to liver in C57BL/6j mice. Aging 2015, 7, 256–268. [CrossRef] [PubMed]
Deqiu, Z.; Kang, L.; Jiali, Y.; Baolin, L.; Gaolin, L. Luteolin inhibits inflammatory response and improves
insulin sensitivity in the endothelium. Biochimie 2011, 93, 506–512. [CrossRef] [PubMed]
Feinstein, R.; Kanety, H.; Papa, M.Z.; Lunenfeld, B.; Karasik, A. Tumor necrosis factor-alpha suppresses
insulin-induced tyrosine phosphorylation of insulin receptor and its substrates. J. Biol. Chem. 1993, 268,
26055–26058. [PubMed]
Taniguchi, C.M.; Ueki, K.; Kahn, R. Complementary roles of IRS-1 and IRS-2 in the hepatic regulation of
metabolism. J. Clin. Investig. 2005, 115, 718–727. [CrossRef] [PubMed]
Nie, X.Q.; Chen, H.H.; Zhang, J.Y.; Zhang, Y.J.; Yang, J.W.; Pan, H.J.; Song, W.X.; Murad, F.; He, Y.Q.; Bian, K.
Rutaecarpine ameliorates hyperlipidemia and hyperglycemia in fat-fed, streptozotocin-treated rats via
regulating the IRS-1/PI3K/Akt and AMPK/ACC2 signaling pathways. Acta Pharmacol. Sin. 2016, 37,
483–496. [CrossRef] [PubMed]
Huang, D.W.; Chang, W.C.; Wu, J.S.; Shih, R.W.; Shen, S.C. Gallic acid ameliorates hyperglycemia and
improves hepatic carbohydrate metabolism in rats fed a high-fructose diet. Nutr. Res. 2016, 36, 150–160.
[CrossRef] [PubMed]
Liou, W.; Chang, L.Y.; Geuze, H.J.; Strous, G.J.; Crapo, J.D.; Slot, J.W. Distribution of cuzn superoxide
dismutase in rat liver. Free Radic. Biol. Med. 1993, 14, 201–207. [CrossRef]
Mehta, K.; Van Thiel, D.H.; Shah, N.; Mobarhan, S. Nonalcoholic fatty liver disease: Pathogenesis and the
role of antioxidants. Nutr. Rev. 2002, 60, 289–293. [CrossRef] [PubMed]
Aksoy, N.; Vural, H.; Sabuncu, T.; Aksoy, S. Effects of melatonin on oxidative-antioxidative status of tissues
in streptozotocin-induced diabetic rats. Cell Biochem. Funct. 2003, 21, 121–125. [CrossRef] [PubMed]
Prakash, J.; Gupta, S.K.; Kochupillai, V.; Singh, N.; Gupta, Y.K.; Joshi, S. Chemopreventive activity of Withania
somnifera in experimentally induced fibrosarcoma tumours in Swiss albino mice. Phytother. Res. 2001, 15,
240–244. [CrossRef] [PubMed]
Hsu, C.L.; Yen, G.C. Effect of gallic acid on high fat diet-induced dyslipidaemia, hepatosteatosis and oxidative
stress in rats. Br. J. Nutr. 2007, 98, 727–735. [CrossRef] [PubMed]
Li, T.; Matozel, M.; Boehme, S.; Kong, B.; Nilsson, L.M.; Guo, G.; Ellis, E.; Chiang, J.Y. Overexpression of
cholesterol 7alpha-hydroxylase promotes hepatic bile acid synthesis and secretion and maintains cholesterol
homeostasis. Hepatology 2011, 53, 996–1006. [CrossRef] [PubMed]
Wu, N.; Sarna, L.K.; Hwang, S.Y.; Zhu, Q.; Wang, P.; Siow, Y.L.; O, K. Activation of 3-hydroxy3-methylglutaryl coenzyme a (HMG-CoA) reductase during high fat diet feeding. Biochim. Biophys. Acta
2013, 1832, 1560–1568. [CrossRef] [PubMed]
Raz, I.; Eldor, R.; Cernea, S.; Shafrir, E. Diabetes: Insulin resistance and derangements in lipid metabolism.
Cure through intervention in fat transport and storage. Metab. Res. Rev. 2005, 21, 3–14. [CrossRef] [PubMed]
Ikonen, E. Cellular cholesterol trafficking and compartmentalization. Nat. Rev. Mol. Cell Biol. 2008, 9,
125–138. [CrossRef] [PubMed]
Ji, A.; Wroblewski, J.M.; Cai, L.; de Beer, M.C.; Webb, N.R.; van der Westhuyzen, D.R. Nascent HDL formation
in hepatocytes and role of ABCA1, ABCG1, and SR-BI. J. Lipid Res. 2012, 53, 446–455. [CrossRef] [PubMed]
Soumian, S.; Albrecht, C.; Davies, A.H.; Gibbs, R.G. ABCA1 and atherosclerosis. Vasc. Med. 2005, 10, 109–119.
[CrossRef] [PubMed]
Singaraja, R.R.; Bocher, V.; James, E.R.; Clee, S.M.; Zhang, L.H.; Leavitt, B.R.; Tan, B.; Brooks-Wilson, A.;
Kwok, A.; Bissada, N.; et al. Human ABCA1 BAC transgenic mice show increased high density lipoprotein
cholesterol and ApoAI-dependent efflux stimulated by an internal promoter containing liver X receptor
response elements in intron 1. J. Biol. Chem. 2001, 276, 33969–33979. [CrossRef] [PubMed]

Nutrients 2017, 9, 1123

74.

75.

76.
77.

18 of 18

Uehara, Y.; Engel, T.; Li, Z.; Goepfert, C.; Rust, S.; Zhou, X.; Langer, C.; Schachtrup, C.; Wiekowski, J.;
Lorkowski, S.; et al. Polyunsaturated fatty acids and acetoacetate downregulate the expression of the
ATP-binding cassette transporter A1. Diabetes 2002, 51, 2922–2928. [CrossRef] [PubMed]
Kim, M.; Lim, S.J.; Lee, H.J.; Kim, S.Y.; Nho, C.W. Gomisin J inhibits oleic acid-induced hepatic lipogenesis
by activation of the AMPK-dependent pathway and inhibition of the hepatokine fetuin-A in HepG2 cells.
J. Agric. Food Chem. 2015, 63, 9729–9739. [CrossRef] [PubMed]
Chiang, J.Y. Bile acids: Regulation of synthesis. J. Lipid Res. 2009, 50, 1955–1966. [CrossRef] [PubMed]
Pozzo, L.; Vornoli, A.; Coppola, I.; Croce, C.M.; Giorgetti, L.; Gervasi, P.G.; Longo, V. Effect of HFD/STZ on
expression of genes involved in lipid, cholesterol and glucose metabolism in rats. Life Sci. 2016, 166, 149–156.
[CrossRef] [PubMed]
© 2017 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

